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1. Rongsheng Jin, Tue G Banke, Mark L Mayer, Stephen F Traynelis, and Eric Gouaux. Structural basis for partial agonist action at ionotropic glutamate receptors. (2003) Nature Neuroscience. 6(8): 803-810.

Glutamate receptors have partial agonists, which are agonists that produce submaximal current responses.  Four partial agonists, 5-R-williardine, R=H, F, Br, I, are used to investigate the structural responses to activation.  Each successive williardine  produces a smaller current response, whereby H>F>Br>I.  X-Ray crystallography data allows for a structural hypothesis to be generated for partial agonism for the GluR2 receptor.  Further evidence utilizing single channel experiments demonstrates that the williardines exist in the same states, but spend more time than the antagonist in either.  Strong evidence is presented for the structural-function hypothesis of partial agonists.
2. KA Mankiewicz, V. Jayaraman. Glutamate receptors as seen by light: spectroscopic studies of structure-function relationships. (2007) Brazilian Journal of Medical and Biological Research. 40: 1419-1427.

The glutamate-ligand binding complex is reviewed using an array of spectroscopic data, including x-ray crystallography, vibrational spectroscopy, and FRET.
3. Daniel L Minor Jr. The neurobiologist’s guide to structural biology:  A primer on why macromolecular structure matters and how to evaluate structural data. (2007) Neuron. 54: 511-533.

General concepts and methods of performing of x-ray crystallography are discussed.  The material is non-invasive and generally covers the whole range of x-ray crystallography, from making a crystal to performing the experiments.  Electron microscopy an NMR spectroscopy are also discussed.  Further techniques about structure determination and molecular interactions are discussed, including binding interactions, and molecular sizing and dynamics.
4. MS Smyth, JHJ Martin. x Ray crystallography. (2000) J Clin Pathol: Mol Pathol. 53: 8-14.
X-Ray crystallography is reviewed.  A solid semi-detailed description is discussed from making the crystals to analyzing the data.  An emphasis is taken on understanding how the crystallographic data is collected, interpreted, and analyzed.   
5. Kenton J. Swartz.Towards a structural view of gating in potassium channels. (2004) Nature Reviews: Neuroscience. 5: 905-916.

The structures of voltage-activated potassium channels in archaebacteria, Kv channels, are reviewed.  Structural data is derived from x-ray diffraction experiments.  However, there is much controversy discussed over the structures resolved by crystallography.  Many other experiments which are not crystallographically based are reviewed.  These experiments help further refine the crystallographic structure.  Different models are also discussed—particularly for the voltage sensor in the channel—and the evidence for them.
Internet Sources:
1. http://www-structmed.cimr.cam.ac.uk/Course/Overview/Overview.html.  Last accessed: December 2007.

The material discusses general ideas necessary to understand the x-ray crystallography.  It  is designed for a beginner with no mathematical background.  This was the first website which helped start my research into crystallography.
2.  http://www.iucr.org/iucr-top/comm/cteach/pamphlets/3/3.html.  Last accessed: December 2007.
The material discussed how to calculate structure factors.  Once the diffraction pattern is physically made (data recorded), the information must be ported to functional relations.  The most important functional relation is the structure factor, which is the theoretical intensity pattern from x-ray diffraction.  Once the structure factor is calculated, the electron density can be calculated.
3. http://ruppweb.dyndns.org/Xray/101index.html.  Last accessed: December 2007.

The material discusses x-ray diffraction generally.  Each subject in crystallography is presented and a mathematical basis is given in each hyperlink.
4. http://escher.epfl.ch/eCrystallography/.  Last accessed: December 2007.

The material on this webpage is designed like a book and was a very useful source.  It was similar to number 3, however, it had much more discussion for the different topics in x-ray crystallography.  It also contains more information than 3.
5. http://crystal.btk.fi/index.php?id=758.  Last accessed: December 2007.

This webpage is a compilation of many other webpages which discuss x-ray crystallography.  It was extremely useful while trying to find information on different aspects of crystallography.
